
(a) 60 residues
scRMSD 0.57 Å  |  len060_rep00

(b) 90 residues
scRMSD 1.32 Å  |  len090_rep00

(c) 120 residues
scRMSD 0.70 Å  |  len120_rep03

(d) 60 residues
scRMSD 0.81 Å  |  len060_rep06

(e) 90 residues
scRMSD 0.70 Å  |  len090_rep04

(f) 120 residues
scRMSD 0.70 Å  |  len120_rep04

(g) 63 residues
scRMSD 0.74 Å  |  len063_rep04

(h) 90 residues
scRMSD 1.35 Å  |  len090_rep07

(i) 120 residues
scRMSD 1.43 Å  |  len120_rep12


